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Estimation of genetic parameter for feed efficiency and resilience traits
in three pig breeds

Animal Volume 15, Issue 11, November 2021, 100384
Copy number variation of amylase alpha 2B gene is associated with feed
efficiency traits in Large White pigs

Czech Journal of Animal Science. 66: 495-503.2021.

Effects of oral administration of timothy hay and psyllium on the growth
performance and fecal microbiota of preweaning calves
K.A.H.T.Kodithuwakku, H.Owada, H.Miura, D.Maruyama, K.Hirano, Y.Suzuki,
Y .Kobayashi, S.Koike.

Journal of Dairy Science 104: 12472-12485.2021
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0.5ml 50 20 37 60
5ml 50 45 Modena
37 30
0.5 ml 5 ml
PROG VCL VAP VSL STR
LIN BCF
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0.5 ml
0.5 ml 50 20
37 60 2
MOT PROG 2
BCF
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0.5 ml 5 ml
+ SE

ZbA— 5ml 0.5 ml Temp(Straw) Straw

WA E 50°C 3rc 50°C p* P
MOT EIFER (%) 90,74 £ 243 ® 81.74 £ 247 ° 9453 + 231 °b <(.01 0.367
PROG i it E &) 42 (%) 41.80 = 1,30 * 4289 + 1.32 * 4762 £ 123 <001 <0.05
VCL BELER (um/sec.) 91,58 £ 1,94 97.7% £ 1.97 98.38 + 1.83 0.811 <0.01
VAP FERE A (um/sec.) 49.04 £ 1.07 53.29 £ 1.0 52,32 = 1.08 0.505 (.01
VEL EEEE (um/sec) 37.23 £ 0.85 40.27 £ 0.86 41.07 £ 0.80 0.485 <0.01
ALH HE ARG (um) 512 = 0.11 514 = 0.11 5.13 = 0.10 0.924 0.937
BCF FEEPAREN SN (Hz) 39.98 = 0.39 39.46 £ 0.39 3854 *+ 0.36 0.085 <0.05
STR il (%) 75.87 + 0.99 77.65 + 1.01 79.02 + 0.94 0.313 <0.05
LIN EEE (%) 37.60 £ 057 38.76 = 0.58 39.80 £ (.54 0.186 <0.05

*RPo—tRREEORASHEDEEIC LD pE

2 bH—-OHEIC L ApE

YWRESMICEEESY (p<0.05. R bO—EMAARFEOEIEHE O0One-Way ANOVAIL D post-hoe test)
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Effects of organic acid, Enterococcus faecalis strain EC-12 and sugar cane
extract in feed against enterotoxigenic Escherichia coli-induced diarrhea in

pigs

AMB Express. 2021;11(1):68

Diarrhea can lead to mortality and delayed growth in pigs and is a major economic
loss in the pig industry. In this study, we evaluated non-antimicrobial materials
that can prevent diarrhea to infection by enterotoxigenic Escherichia coli (ETEC)
in weaned pigs and investigated biological changes. We confirmed the efficacy
of fumaric acid, lactic acid, Enterococcus faecalis strain EC-12 (EC12) and sugar
cane extract (SCE) in inhibiting diarrhea and investigated the biological changes
by analyzing gut microbiota and plasma metabolites. Administration of EC12 (0.1%,
w/w) and SCE (1.0%, w/w) groups had reduced score of diarrhea. Furthermore, the
combination of EC12 and SCE was effective at reducing the fecal score of diarrhea
even at low concentrations. Administration of either EC12 or SCE greatly reduced
the relative abundance of Enterobacteriaceae in pigs. EC12 and SCE were most
effective in suppressing ETEC-induced diarrhea in weaned pigs. Furthermore, we
were able to identify biological changes in pigs when EC12 and SCE were
administered to pigs. These feeds may have prevented infection by ETEC in weaned
pigs and may improve pig productivity and reduce the use of antimicrobial agents.

(PED) PED

2022 79  P.40-44

(Porcine Epidemic Diarrhea PED)
(PEDV)

PEDV PED

PEDV PED
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Post-weaning diarrhea: PWD 3 10
Enterotoxigenic Escherichia coli: ETEC
E E

ETEC

BoLA-DRB3 polymorphism controls proviral load and infectivity of bovine leukemia
virus (BLY) in milk

Ayumi Nakatsuchi et al.

Pathogens. 2022;11(2):210.

Bovine leukemia virus (BLVY), which causes enzootic bovine leukosis, is
transmitted to calves through the milk of BLV-infected dams. Bovine leukocyte
antigen (BoLA)-DRB3 is a polymorphic gene associated with BLV infectivity and
proviral load (PVL). However, the effect of BoLA-DRB3 polymorphism on the
infectivity and PVL of milk from BLV-infected dams remains unknown. This study
examined milk from 259 BLV-infected dams, including susceptible dams carrying
at least one BoLA-DRB3*012:01 or *015:01 allele with high PVL, resistant dams
carrying at least one BoLA-DRB3*002:01, *009:02, or *014:01:01 allele with low
PVL, and neutral dams carrying other alleles. The detection rate of BLV provirus
and PVL were significantly higher in milk from susceptible dams than in that from
resistant dams. This result was confirmed in a three-year follow-up study in which
milk from susceptible dams showed a higher BLV provirus detection rate over a
longer period than that from resistant dams. The visualization of infectivity
of milk cells using a luminescence syncytium induction assay showed that the
infectious risk of milk from BLV-infected dams was markedly high for susceptible
dams compared to resistant ones. This is the first report confirming that
BoLA-DRB3 polymorphism affects the PVL and infectivity of milk from BLV-infected
dams.

2022 2
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Mannheimia haemolytica complex multiplex PCR
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Estimation of genetic parameters for superovulatory response traits in Japanese

Black cows.
Atsushi Zoda, Manami Urakawa, Yoshio Oono, Shinichiro Ogawa, Masahiro Satoh

Journal of Animal Science Vol.99(No.10) 1-7, 2021

21, Vol.134 10-11, 2021
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